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Fig 6A 

1 atggcggccg aagcctcgga gagcgggcca gcgctgcatg agctcatgcg cgaggcggag 
61 atcagcctgc tcgagtgcaa ggtgtgcttt gagaagtttg gccaccggca gcagcggcgc 
121 ccgcgcaacc tgtcctgcgg ccacgtggtc tgcctggcct gcgtggccgc cctggcgcac 
181 ccgcgcactc tggccctcga gtgcccattc tgcaggcgag cttgccgggg ctgcgacacc 
241 agcgactgcc tgccggtgct gcacctcata gagctcctgg gctcagcgct tcgccagtcc 
301 ccggccgccc atcgcgccgc ccccagcgcc cccggagccc tcacctgcca ccacaccttc • 

3 61 ggcggctggg ggaccctggt caaccccacc ggactggcgc tttgtcccaa gacggggcgt 
421 gtcgtggtgg tgcacgacgg caggaggcgt gtcaagattt ttgactcagg gggaggatgc 

4 81 gcgcatcagt ttggagagaa gggggacgct gcccaagaca ttaggtaccc tgtggatgtc 
541 accatcacca acgactgcca tgtggttgtc actgacgccg gcgatcgctc catcaaagtg 
601 tttgattttt ttggccagat caagcttgtc attggaggcc aattctcctt accttggggt 
661 gtggagacca cccctcagaa tgggattgtg gtaactgatg cggaggcagg gtccctgcac 
721 ctcctggacg tcgacttcgc ggaaggggtc cttcggagaa ctgaaaggtt gcaagctcat 
7 81 ctgtgcaatc cccgaggggt ggcagtgtct tggctcaccg gggccattgc ggtcctggag 
841 caccccctgg ccctggggac tggggtttgc agcaccaggg tgaaagtgtt tagctcaagt 
901 atgcagcttg tcggccaagt ggataccttt gggctgagcc tctactttcc ctccaaaata 
961 actgcctccg ctgtgacctt tgatcaccag ggaaatgtga ttgttgcaga tacatctggt 

1021 ccagctatcc tttgcttagg aaaacctgag gagtttccag taccgaagcc catggtcact 
10 Bl catggtcttt cgcatcctgt ggctcttacc ttcaccaagg agaattctct tcttgtgctg 
1X41 gacacagcat ctcattctat aaaagtctat aaagttgact gggggtgatg ggctggggtg 
1201 ggtccctgga atcagaagca ctagtgctgc cattaatgaa ttgtttaacc ctggataagt 
1261 cacttaaact catctatcca ggcagggata attaaaacca tctggcagac ttacaaagct 
1321 tgggacagtt attggagatt aatctaccat ttattgaatg catactctgt gcaaggaaat 
1381 ttgcaaatat tagcttattt aatctgtact atccagtgag gtaatttctt cccccccaag 
1441 atagagtcaa gctctgtcac ccaggctgga gtgcagaagc atgatcacag ctcactacag 
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Fig 6A (cont'd) 

1501 tttcaacgtc ccccgctcag gtggtccttc cacctcagcc tpccaagtag ctgggaccac 
1561 aagtgtgcat taccacactc agctaatttt tgtattttgg cagagatggg gtttcaccat 
1621 gttgcccagg ctggtctcaa actcctgagt tcaagcaatc caccttcctc ggcctcccaa 
1681 agtactagga gtacaggcat agccacttgc tcagccataa tttttattat taatctcatt 
n41 gtacaagtga gaaaactgag acccagagag cttaagtgac ttcctcgagg tcatagttac 
1801 ttactgcctt agtcccaatt tgaattcaat tctgattcca aataagttgc gcttaaataa 
1861 gacaacagat gtgggaaaaa tatgtgaatg tgtagtgttg ctatgtgtac tgtctttaca 
1921 agtagctaat tattttagca caaagatgtg caaagaaagg agactttatg gagagttcag 
1981 gagaaaaagg attttgtggt ggccatcact ttcattcaat ttgcgactgc tctgatggca 
2041 cattagatga agttactgtt gatcctgagt tacgtgaata agaaaaacaa ttgaactgct 
2101 tattaaaaaa gtaaacatgt 
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Fig6B 



EPK42B protein sequence 

MAAEASESGPALHELMREAEISLLECKVCFEKFC3HRQQRRPRNLSCGHVV 

CLACVAALAHPRTLALECPFCRRACRGCDTSDCLPVLHLIELLGSALRQS 

PAAHRAAPSAPGALTCHHTFGGWGTLVNPTGLALCPKTGRVVWHDGRRR 

VKIFDSGGGCAHQFGEKGDAAQDmWVDVrmroCHVVVTDAGDRSIKV 

FDFFGQllXVIGGQFSLPWGVETTPQNGIVVTDAEAGSLHLLDVDFAEGV 

LRRTERLQAHLCNPRGVAVSWLTGAIAVLEHPLALGTGVCSTRVKVFSSS 

MQLVGQVDTFGLSLYFPSKITASAVTFDHQGNVIVADTSGPAILCLGKPE 

EFPWKP]VmTiGLSHPVALTFrKENSLLVIJ5TASHSIKVYKVDW 
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Fig7A 



Promoter C50 sequence: 



1 CCCCAAGGCC 

51 AGGCCCCCCG 

101 CCCCGGCCCC 

151 CAAGCACCCA 

201 CCCAGCCCCC 

251 CCCAGCCCCC 

301 ACCCAGCAGG 

351 TCTAGTTTTG 

401 GAGCCTGTTT 

451 CTGCCTGAAG 

501 GCGTCCGCTC 

551 ACCGCAGGCC 

601 CCGCCCCGCC 

651 CCGGCCCCGG 



CCCCCGGCCC 
GCCCCAAGCC 
CCGCCCCCAG 
GCCCaCCAC 
GCCCCAGCAC 
GTCCCCCCCC 
GGAaCaAA 
CTTTGCC6TT 
CCC6TCGCGG 
GTCACGGGCC 
CCGCGCCCTC 
GCGGCCGAGA 
CCGCCCCGCC 
ACCGAGCGGC 



CCAGGCAACC 
CCCCAGGTTC 
CACCCAGCAC 
CCAGCCCCCG 
CCAGCCCCAG 
CCAGCACCCA 
GCGTAGGaA 
TGCAGCCTGG 
AAAGCGGAGC 
TGGGCaGCG 
CGCAGTCAGC 
GGCTGCGCGC 
CCGTGACCGG 
GCCCGCGGGA 



CCAGGCCCCC 
CCGGCCCCAA 
CAAGCCCCCG 
CCCCAGCCCC 
CACCCAGCCC 
GCCCCAGCCC 
CCCCAGGTGG 
GCGATCGGGG 
CGCCCCGCCC 
GCGCGCGGTG 
GCCCGCCCGC 
TGCGCCCGCG 
CCCCGGCCCC 
GCGGCGGCGG 



AGGCAACCCA 
GAACCAAGCC 
CCCCCCGCCC 
AGCCCCAGCA 
CCGCCCCAGC 
CAGCAGCAGC 
AACACCGTGT 
GCCACCCaC 
CGCCCCCCGC 
CGGCCCGCGA 
CCGCCGGGGG 
ACGTCAGGCC 
GGCCCCGGCC 
CCGCGCG 



Coding sequence: 



701 
751 
801 
851 
901 
951 
1001 
1051 
1101 
1151 
1201 
1251 
1301 
1351 
1401 
1451 
1501 
1551 
1601 
1651 
1701 
1751 
1801 
1851 



ATG 
GGGGCCGAAG 
GGCCGAGGTC 
ACCGCCAGCA 
CTGGCCTGCG 
CCCCTTCTGC 
CGGTGCTTCA 
GCCGCCCCCC 
CGCCTGCCAT 
GGCTGGCGCT 
AGGAGGCGGG 
TGGAGAGAAG 
CCGTCACCAA 
ATCAAAGTGT 
GTTTTCCTTA 
TAACT6ACGC 
GAACGAGCCC 
GCGAGGGGTG 
ACCCTCCGGG 
AGCCCAACTA 
CIIIIICCCC 
GGAATGTGAT 
CAGCCTGAGG 
CCATCCTGTG 
ACAGTTGCAGC 



CGGCGGGGAG 
AGCTTGCTCG 
GCGGCGCCCG 
TGGCGGCCCT 
CGCCGGGCCT 

cacaGGAG 

GCGCCGCCCC 
CACGCGTTC6 
GTGCCCaAG 
TCAAGATCTT 
GGGGA6GCTG 
CGACTGCaC 
TTGATTTCTT 
CCTTGGGGCG 
CGAGGaGGG 
TCCAGAGGAC 
GCCGTGTCa 
GCTGGGGGCT 
TGCAGCTGAT 
TCTAGAATAA 
TGTTGCAGAT 
AATTTCCAGT 
GCACTGACCT 
CCATTCCGTA 



CGGGCGGGCG 
AGTGCAAG6T 
CGCAACcTGC 
GGCGCACCCG 
GCCGCGGCTG 
acaGGGCT 
CCGCCCCGCC 
GAGGCTGGGG 
ACCGGGCGGG 
TGACTCCGGG 
CCCAGGACAT 
6TGGTTGTCA 
T6GCCAGATC 
TGGAGACCAC 
TCGCTGCACC 
TGAAAAGCTG 
GGCTCACTGG 
GGGGCGGGCA 
CGGCCAGGTG 
CCGCCTCCGC 
ACTTCTAGTC 
CQGAAGCCC- 
TCACCAAGGA 
AAAGTaACA 



CTGCGGGAGC 
6TGCTTCGAG 
CaCCGGCCA 
CGGACGCTGG 
CGACACCAGC 
CGGCGCTGCG 
CCCTGCGCCC 
GACCCTGGTC 
TCGTGGTGGT 
GGAGGATGCG 
TAGGTACCCC 
CCGACGCCGG 
AAGCTCGTCA 
CCCTCAGAAT 
TGaCGAAGT 
CAAGGTCATC 
6GCCATT6CG 
GCACCGCCGT 
6ATACCTTTG 
CGTGACCTTT 
AGGCCGTCCT 
ATCATCACCC 
GAATTCTCTT 
AGGCTGACT6 



TGGTGCGCGA 
AGGTTCGGCC 
CGTGGTGTGC 
CCCTGGAGTG 
GACTGCCTGC 
CCCAGCCCCC 
CGGGCGCCCT 
AACCCCACGG 
GCACGACGGC 
CCaTCAGTT 
CTGGACGTCG 
CGACCGCTCC 
TTGGAGACCA 
GGGGTCGTGG 
CGACTTTGCA 
TGTGCAACCC 
GTCCTGGAGC 
GAAGGTGTTC 
GGCTCAGCCT 
GATCACCAGG 
ATGCTTGGGA 
AT6GTCTTTC 
CTTGTGCTGG 
GGGGTAA 
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Fig 7A (conf d) 



3' UTR: 

TGG 

1901 GGTGTGGTGG GGGTCCTGGA ACT6CCACTA ATCCAGTTTA ACCCTGGATG 

1951 AATTAATCCC ATCTCTCGAA CGGGGATCAT TATAACTGCC TGACAGACTT 

2001 ATAAAGGTTG AAGGTAATTA TTAAAGAATA ATAATGAAGT CTACCGTTTA 

2051 TTGAGTTATG TGCTCCCTGT GCTAGGAAAC TTTGCAAATA TTAGCTCAGC 

2101 6TGTCCTTAC AGTGGTACCC AGGGAGGTAA TGCCCATCAT TAATCCCATT 

2151 TTAGAGATGA GAAAACTGAG ACCCGAGGGT TTAAGTGATT CTCTGAAGGT 

2201 CATGnTACT TACTGTGACA GTCACAATGG GAAaaATT aCACTCCCC 

2251 AATCCCTTGC TCCTAAGTAG GATAACAGAT GTGA6AAAAC GACAGCATGT 

2301 GTCTATATGT TGTTACTCTG TGTACTCTCT TTACAGGTAG CTA7TTCTCT 

2351 TGGTTG6ACG TGCAGAGAAA GGA6ACTTTC TAGAGA6TTC AA6A6GAAAA 

2401 A6GGTA6TGT GATGAGCATG GACCTGAGTG TCATTGAAa TGCTGGTTCT 

2451 TTGATGTCAC AGTA66TAGA ATGACTGTGG ATCCTTCAAC TGCCCTTGGG 

2501 AAAGGTAAAC ATGTCTGTTG GGACCTGGAT GTCCTCCATC ATAGGAACCC 

2551 AGGAAATACT AGTTGGTTGC TGCAGAAAGG CTTGTGTGGA aTAAGTTCA 

2601 AAAaACTGC CGACCACCGT ACATTCACAC ACCTCCAGTG GGA6ATGGCT 

2651 GGAAGACAGT CCTGTGACAG GTaCCATTC ATAGAACAAG ANGCCGCCAC 

2701- eGTTGGTTCA CGGCAGAATG AGTTTGCCTG CCTCTTCATA ATCTGTGNCN 

2751 ACCCGAAACC CTTTTGTGAT AGA6TTTTTC TCTGTGCCAT TTNAATTTGT 

2801 CCCATTGCAC ACACTGTTTT CCCCTAACCA GCTCCCTTGA TGCTNAGCTA 

2851 GCATTTAGGC CAaGGTAAA CCCCTGTATA CTTCTT6AGT TGAAGTTAAG 

2901 CTTTGACCCA GATAANGNCT GCTTTAATAC NTGCAGTCGA NTGGACCGAA 

2951 TAAGGGGGAA ATTTCAGGTG AGGTGGCCGG GTTCrTTATN AACCGGTTTT 

3001 GGTTTGTA 
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FigTB 



Met Gly Ala Glu Ala Ala Gly Ser Gly Arg Ala Leu Arg Glu Leu Val 
1 • 5 10 15 



Arg Glu Ala Glu Val Ser Leu Leu Glu Cys Lys Val Cys Phe Glu Arg 
20 25 .30 



Phe Gly His Arg Gin Gin Arg Arg Pro Arg Asn Leu Pro Cys Gly His 
35 40 - 45 



Val Val Cys Leu Ala Cys Val Ala Ala Leu Ala His Pro Arg Thr Leu 
50 55 60 



Ala Leu Glu Cys Pro Phe Cys Arg Arg Ala Cys Arg Gly Cys Asp Thr 
65 70 75 80 

Ser Asp Cys Leu Pro val Leu His Leu Leu Glu Leu Leu Gly ser Ala 
85 90 95 



Leu Arg Pro Ala Pro Ala Ala Pro Arg Ala Ala Pro Arg Ala Ala Pro 
100 105 110 



Cys Ala Pro Gly Ala Leu Ala Cys His His Ala Phe Gly Gly Trp Gly 
115 120 125 



Thr Leu val Asn Pro Thr Gly Leu Ala Leu Cys Pro Lys Thr Gly Arg 
130 135 140 



Val Val val Val His Asp Gly Arg Arg Arg Val Lys lie Phe Asp Ser 
145 150 155 160 



Gly Gly Gly Cys Ala His Gin Phe Gly Glu Lys Gly Glu Ala Ala Gin 
165 170 175 



Asp lie Arg Tyr Pro Leu Asp val Ala Val Thr Asn Asp Cys His Val 
180 185 190 



Val Val Thr Asp Ala Gly Asp Arg Ser He Lys Val Phe Asp Phe Phe 
195 200 205 • 



Gly Gin He Lys Leu Val He Gly Asp Gin Phe Ser Leu Pro Trp Gly 
210 215 220 
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Fig 7B (cont'd) 



Val Glu Thr Thr Pro Gin Asn Gly Val Val Val Thr Asp Ala Glu Ala 
225 230 235 240 



Gly ser Leu His Leu Leu Glu Val Asp Phe Ala Glu Gly Ala Leu Gin 
245 250 255 



Arg Thr Glu Lys Leu Gin Gly His Leu Cys Asn Pro Arg Gly Val Ala 
260 265 270 



Val Ser Trp Leu Thr Gly Ala lie Ala Val Leu Glu His Pro Pro Gly 
275 2B0 285 



Leu Gly Ala Gly Ala Gly Ser Thr Ala Val Lys Val Phe Ser Pro Thr 
290 295 300 



Met Gin Leu lie Gly Gin val Asp Thr Phe Gly Leu Ser Leu Phe Phe 
305 310 315 . 320 



Pro Ser Arg lie Thr Ala Ser Ala Val Thr Phe Asp His 61n Qly Asn 
325 330 335 



Val lie Val Ala Asp Thr Ser Ser Gin Ala Val Leu Cys Leu Gly Gin 
340 345 350 



Pro Glu Glu Phe Pro Val Leu Lys Pro lie He Thr His Gly Leu Ser 
355 360 365 



His Pro Val Ala Leu Thr Phe Thr Lys Glu Asn Ser Leu Leu Val Leu 
370 375 380 



Asp Ser Ala Ala His Ser Val Lys Val Tyr Lys Ala Asp Trp Gly 
385 390 395 
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a 



Towards malm's 
^RING finger 



Towaids inaIiD*s 
IWLdomaiPS ^ 



LRPAPAAPRAAPRAAPCA 

Cania fanHUris cXGOSlcahBCWCC ac xx ^^ 

D D T ♦ 



Sa3 aatsculaa CTCCACGOGTCCCCG — 
RattMS norvcifiais CTCCACGOGTCCCCG— 
SUS scrora (Pig) CTTCGCCCGGCGCCC— — — — 

Homo- sapiens cttcgccwstccccg— ~— 
Fan erogJoedrtof 



— GCTGCCCTCfWOGCCGCCCCCTTCGCG 
QCrGCCCTCi;GCGCCGCCTCCTGT6CG 



-- GCCGCCCATCOCGCCGCCCCCA6CG0C 



W M C 



Noii>deamtnatsd 
DNA 




Deamtnated bNA 




Felis catu*** AECCCCC- 
Paiitb&ra lao (Lion) 

panthera ti^ria <Tiger) AGCCCCC- 
Pajitbera pardus- (leopard) AGCCCCC 
Panthara vnicia (Snow leopard} AGCCCCC- 
Acinonyx jubatus (Cheetah) 
Lynx caracal (Lynx) 



AGCCCCC 
AGCCCCC 



— — GCCGCOCACCGCG0CGCCCCCW3CGCC 

-GCCGCOCMCCGCGCCGCCCCOvGCGCC 

GCCGCOChCCGCGCCCCCCCCAGCGCC 

,--,GCCGCCCACCGCGCCGCCCCCW3CGCC 

GCCGCCCACOGCGCCeCCCCCAGCGOC 




I 

60M8 



T 



lOMa 



oanis liip09 oln^o 

Caals iapus {Gray Wolf) 

Canis mfus (Red Volt) 

CanJLs latraas (Coyote) 

Canla aureus (Golden Jackal) 

CuoA aJpiDus (Dholo) 
ftisicyoo griseue (Grey Pok) 

Uroeyon littoralia (Ifil. Pox} 



Oan^atus seaUatrlazvs (Skunk) AGGCCCC< 
Ursus ittterieanus (Black Bear) AGCCp^< 

ursvs marltlava (Polar Boar) . 
Ursvs arctoa (Brov«i Bear) 

Orsua arctoa horcihSXia (ariz£ly)CCOC' 
BrocyoaidaB iotor (Raccoon) ASSCCCC< 

■MS llavus (Rlnka^ou) 
amssarieyon haddari (Beddard) AGSCCOC- 
Masua oaaua (Ringtailed Coati)AGf;OQCC' 
Gulo gulo (Holverine) ACGCCCC'-' 
GaLLctla vittata (Grlson) ACUCCCC — 

Uustela viaoa (American Mink) A BGCO CC 

Hartea pennon ti (Fiahex) AG70CCC 

Lutra caudlenff (Otter) AGGCCCC—- - 

4. nacaiieoiJis (Spotteci-neci: Otter )C 

HBlogala moschata AtSWCCC- 
(Chineae Ferret Badger) 



AGCCCCC"*^ 

AGCCCCCCCCGCCCCCCGCGC(aCCCOCCGCGCCGCCOCCTCCGCC 

AGCCCCC GfcCGCCCCCCCCGCCGCCCCCTGCGCC 

AGCCCCCGCCGCCCCCCGCGCCGCCCCCCGCGCOGCCOCCIOTCC 
AGCCCCC GCCGCCCCCCGCGCOQCCCCCroCGOC 





CCGCCCCCTGCACC 
CCGCTCCCTGCGCC 
CCCGCCCT6CGCC 
CGCCCCCCGCGCCGCGCCCTGCGCC 
— QCOGCCCCOCGCGCCGCSCCCTGCecc 



— GCCGCCCCCCGCGCCGTC-CCCTGCBCC 

SCCGCCCCCCGCGCCGC GCCGTGC6 CC 

-"•CCCGCCCCCCGCGOCGOiCOCTGCCCC 



Fig 10 
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